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 Figure 12.  DNA Sequence of the Insert and Adjacent Genomic DNA in MON 87705 
The following DNA sequence (13243 bp) represents the consensus sequence of the overlapping 
PCR products spanning the insert in MON 87705.  Base pairs 1-3279 (underlined) represent 
soybean genomic DNA flanking the 5' end of the insert.  Base pairs 3280-10530 represent the 
inserted DNA, which corresponds to bases 7840 to 6652 in the plasmid PV-GMPQ/HT4404. The 
arrangement of the elements in MON 87705 is such that the gene suppression elements of 
T-DNA I and T-DNA II are inverted repeats.  However, T-DNA I and T-DNA II are spatially 
separate in the plasmid.  The inserted genetic elements and their specific base pair designations 
within the DNA sequence are summarized in Table 2 and Figure 11. Base pairs 10531-13243 
(double underlined) represents soybean genomic DNA flanking the 3' end of the insert.  Base 
pairs 906-3279 (bold) and 10535-12908 (bold) represent the 2374 bases that were most likely 
duplicated from the 3' end of the insert during transformation.  Base 2402 (larger font; bold) 
represents the single nucleotide change (‘T’) in the 5' duplicated 2374 base pair region compared 
to the corresponding base 12031(‘A’) from the 3' end of the insert.      
 
 
     1 ATTAGTACAA GTGTATGTGG ATGATATCAT TTTTGGTGCT ACTAATGAAA TGCTCTATGA 
         61 AGATTTTTCT AAGTTAATGC AAACTGAGTT TGAAATGAGC ATGATGGGAG AGCTAAAATT 
        121 CTTCCTTGGA CTGCAAATAA AGCAAACACC CCAAGGCATT TACATTCATC AGACCAAGTA 
        181 TGTGAAAAAT TAGTTGAAGA AGTTCAACAT AAGTGATGAA AAAGAGATGA AGACTTTTAT 
        241 GCATCCCACT ACACATCTTG GACTGGATGA GGAATCAATG AAGGTGGACG TGACTCAATA 
        301 CAAAGCAATG ATTGGATCAC TGCTCTATCT TAATGCTTCT AGGCCTTATA TAATTTTTAG 
        361 TGTTTTATTA TGTGCAAGAT TCCAAAAGGA ACCAAGGGAA GTTCATTTAA CTGCAGTTAA 
        421 ACCTATATTC TAATATTTAA TTAGAACTCA TAACCTTGGT CTTATGCTTA AGAGAAGAGA 
        481 TAGTTTCAGA CTCATGAGCT ATTGAGATGT GGACTATGTT GGTGATAAAG TCGAAAGAAA 
        541 AAGTACAAGT GGAAGTTGTC ACTTTATAGG TGGCAACTTA GTCACTTGGA TATGGAAGAA 
        601 GTAGGGATCA ACTACATTGT TCACTGCTGA AGTAGAATGC GTGTCAGTAG CCATGGAGGT 
        661 TACCCTCGAC ATTGAAGACC CCAAGAAATA GGTTCAAAGT TTTGGAAATC CACAGGGTCA 
        721 GAGCACAAGT GCAAGTTTCA AGTATCAAGG CAGCAACGAA GCTATATCGT AGGTAGGGGA 
        781 GTTTAGTGGT ACCAATAATG CCCAAACACC CACTGGTGGG ACTCAAAATC TACAAGGGGA 
        841 GAGCAGAATG TCTTCTACAT CATCAATATC CAAACCAAGA TTCTCAAGAC CGTGAAACAA 
        901 AGGATCTCAG GGTGTTGTTA TCACTGCGGT TTGGCCTTTG GGCCAAGGCA CCGTTGTCCT 
        961 GAAAAAAATA TGAGAGTTGT AATACTCGCT AAGGATGAGT AGATTAATGA AGACGGGGAG 
       1021 ATCATAGGAT TAAAAAATGA GAATGAGGAA GAATGTGAGG AAGTTTTGGA GATGGTTTGC 
       1081 TAGCGGATGG ATTTGTCAGT TTGTTCCGCA GGTGGGCTAA CCCAGCCTCA AGCATGAAGC 
       1141 TTAGGTGAGA ATTATAGGGG CAAGAGGTGA TAATCTTGAT TGACAATAGG GCAAGCCACA 
       1201 ACTTTATATC CAACAAATTG GTACATAAAT TGGGACTCAG CATAGATCCC ACAAAGCCCT 
       1261 ATTATATGAG ATTGGGGGAT AGTAACCGCA AATCCACTCA AGGATGTTGT AAGAACTTAA 
       1321 AAAATAGTTG GGAGCTTATA CCATGGTAGG ATATTTCTAT CTATTTAAGT TGGGAGGAGT 
       1381 GGACCTAATT ATTGGAGTTG CTTAGTTGGA AACATTGGGA GAAATTAAGG TGAATTGGAG 
       1441 GACCCTAAGT ATGTCTTTTG TCCACCAAGA TCAGAATATG GTGATCAAGG AGATCTTGGT 
       1501 TTATTGAAGA CAATGATCAT TTTGAGAACA TTGCAAAAAA TAGTTAGCAA GGAAGTTGAG 
       1561 ATGATGTTCA TGTTGTGGGT AATTGAAAGC AACTATGTGG AACAAATTGA TTTAACAAAG 
       1621 AACCAAGAAA ATTAGTTGTA GCAAGTACTG ATAGAGTTTG CTACAGTTTT TCAGGACCTA 
       1681 AGGGTTTACC ACCATCTAGA GAGGTTGATC ACAAGATTGC AATTAAGTCC GGGGCATATC 
       1741 CAGATAATGT TAGGCCTTAT CGTTACCCCC ACTTACAGAA GAATGAGATA AAAACTCTAG 
       1801 TGGTTGAGAT GTTATGATTG GGGATTATTA GACTAAGCAA TAGCTCCTAT TCTAGCCCAG 
       1861 TAATTTTGGT AAAAAGGAAA GATGGAAGTT GACGATTATG TATGGATTAT CAGGCTTTAA 
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1921 GTAAGGCTAC AGTCCCAGAC AAGTTCCTGA TTCCTGTCAT GAAAGAGTTG TTGGATGAGT 

       1981 TAAATGGACC CATCCACTTC TCTAAAATAG ATCTAAAGGC AAGGTATCAC CAAATCAGAA 
       2041 TGCACAAACC TACCTTCAGA ACTCACCAAG GACATTATGA ATCTCCAGTG ATGCCATTTG 
       2101 GATTAACAAA CACCCCGACC ACGTTCCAAT GAGCTATGAA TGCCACACTG AAACCGTTCC 
       2161 TTCGTAGGTA TGTGGTAGTG TTCTTTGATG ACATTTTGGT CTATAGTAAG TCTTGGGAAG 
       2221 CCCATTTGGA TCATTTGAGT TAGGTGTTGG CCAGGTTATT AGAACATTAT TTCTTCACAA 
       2281 ATGTTTTTAA AAAAAAATGT AGTTTTGGTC AAATTAAGGC GGGTTGCTTA GGGCACGTTA 
       2341 TCTCTAAAGA AGGAGTTTTG ATGAGGCCAT TTTGTAGTGG CCAATGCCTA AAACTCCTAA 
       2401 GTCTTTGAGA GGGTTTTTGG AACTTACAGG TTATTATAAA AGGTCCATTT GCAATTATGG 
       2461 GAAGATAGCT CGCCCATTGA TTGATCTATT AAAGTAAGGA AATTTTAAGT GGAATGAGGA 
       2521 TAGTATTAAG GCTTCCATAC AATTACAACA AGCTATTACC ACAATACCAA CACTATCCAT 
       2581 GCTTGATTTT TCAAAACAAT TCTCCATAGA ATGTGATGCC TCGGGGAAGG GAATTGGAGT 
       2641 TGTTCTAACA CAAGATAGAA AGCAAATTGC TTATTTCAAC AAGGCATTAA AAGATTTGAC 
       2701 TCTTTCTAAA TCTATGTATG AAAAGGAATC AATGGCTCTT GTCTTAGCCA TACAACATTG 
       2761 GAGGCCTTAT CTTCCGGATT AGAAATTTAC TATATACATT GACCAAAAAA GTTTGAGATA 
       2821 TCTACTAGAT CAGCGAATTA CAACTCAACC AACAATATTG GGTAGCCAAG TTGCTGGGGT 
       2881 ATGAGTTTGA CATTGTGTAT AAGGTGGGGG CTTCAAACAA GGTTGTTGAT GCTCTATCTA 
       2941 GAAGAGATGA AGACAAAGAA TTGCAGGGCA TTTCTAGACC TTTCTGGAAA GACATAACAA 
       3001 AAATTAATGA AGAAGTTCAG AAGGATCCCG CGTTGGCTAA AATCCGAGAA GAATTGAAGG 
       3061 ATAATCTAGA TTCACACCCT CAGTACACCC TGGAGTGTGA CATATTATAC TTCAGAGGGA 
       3121 GGTTGGTCCT ATTAGCTTCT TCATTGTGGA TTCCAAAGTT ACTACAAGAA TTCCAGACTT 
       3181 CTCTTATGGG AGGGCACTCG GGTATTTACA TAACTTATAG AAGAATCACT CAATCGCTTT 
       3241 ATTGGATACC AATAAAGGGA GAAATCACTA AGTTTGTGGT TCATGTCCGG GAAATCTACA 
       3301 TGGATCAGCA ATGAGTATGA TGGTCAATAT GGAGAAAAAG AAAGAGTAAT TACCAATTTT 
       3361 TTTTCAATTC AAAAATGTAG ATGTCCGCAG CGTTATTATA AAATGAAAGT ACATTTTGAT 
       3421 AAAACGACAA ATTACGATCC GTCGTATTTA TAGGCGAAAG CAATAAACAA ATTATTCTAA 
       3481 TTCGGAAATC TTTATTTCGA CGTGTCTACA TTCACGTCCA AATGGGGGCT TAGATGAGAA 
       3541 ACTTCACGAT CGATGCGGCC GTCGAGTGGA AGCTAATTCT CAGTCCAAAG CCTCAACAAG 
       3601 GTCAGGGTAC AGAGTCTCCA AACCATTAGC CAAAAGCTAC AGGAGATCAA TGAAGAATCT 
       3661 TCAATCAAAG TAAACTACTG TTCCAGCACA TGCATCATGG TCAGTAAGTT TCAGAAAAAG 
       3721 ACATCCACCG AAGACTTAAA GTTAGTGGGC ATCTTTGAAA GTAATCTTGT CAACATCGAG 
       3781 CAGCTGGCTT GTGGGGACCA GACAAAAAAG GAATGGTGCA GAATTGTTAG GCGCACCTAC 
       3841 CAAAAGCATC TTTGCCTTTA TTGCAAAGAT AAAGCAGATT CCTCTAGTAC AAGTGGGGAA 
       3901 CAAAATAACG TGGAAAAGAG CTGTCCTGAC AGCCCACTCA CTAATGCGTA TGACGAACGC 
       3961 AGTGACGACC ACAAAAGAAT TAGCTTGAGC TCAGGATTTA GCAGCATTCC AGATTGGGTT 
       4021 CAATCAACAA GGTACGAGCC ATATCACTTT ATTCAAATTG GTATCGCCAA AACCAAGAAG 
       4081 GAACTCCCAT CCTCAAAGGT TTGTAAGGAA GAATTCGATA TCAAGCTTGA TATCGGAAGT 
       4141 TTCTCTCTTG AGGGAGGTTG CTCGTGGAAT GGGACACATA TGGTTGTTAT AATAAACCAT 
       4201 TTCCATTGTC ATGAGATTTT GAGGTTAATA TATACTTTAC TTGTTCATTA TTTTATTTGG 
       4261 TGTTTGAATA AATGATATAA ATGGCTCTTG ATAATCTGCA TTCATTGAGA TATCAAATAT 
       4321 TTACTCTAGA GAAGAGTGTC ATATAGATTG ATGGTCCACA ATCAATGAAA TTTTTGGGAG 
       4381 ACGAACATGT ATAACCATTT GCTTGAATAA CCTTAATTAA AAGGTGTGAT TAAATGATGT 
       4441 TTGTAACATG TAGTACTAAA CATTCATAAA ACACAACCAA CCCAAGAGGT ATTGAGTATT 
       4501 CACGGCTAAA CAGGGGCATA ATGGTAATTT AAAGAATGAT ATTATTTTAT GTTAAACCCT 
       4561 AACATTGGTT TCGGATTCAA CGCTATAAAT AAAACCACTC TCGTTGCTGA TTCCATTTAT 
       4621 CGTTCTTATT GACCCTAGCC GCTACACACT TTTCTGCGAT ATCTCTGAGG TAAGCGTTAA 
       4681 CGTACCCTTA GATCGTTCTT TTTCTTTTTC GTCTGCTGAT CGTTGCTCAT ATTATTTCGA 
       4741 TGATTGTTGG ATTCGATGCT CTTTGTTGAT TGATCGTTCT GAAAATTCTG ATCTGTTGTT 
       4801 TAGATTTTAT CGATTGTTAA TATCAACGTT TCACTGCTTC TAAACGATAA TTTATTCATG 
       4861 AAACTATTTT CCCATTCTGA TCGATCTTGT TTTGAGATTT TAATTTGTTC GATTGATTGT 
       4921 TGGTTGGTGG ATCTATATAC GAGTGAACTT GTTGATTTGC GTATTTAAGA TGTATGTCGA 
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4981 TTTGAATTGT GATTGGGTAA TTCTGGAGTA GCATAACAAA TCCAGTGTTC CCTTTTTCTA 

       5041 AGGGTAATTC TCGGATTGTT TGCTTTATAT CTCTTGAAAT TGCCGATTTG ATTGAATTTA 
       5101 GCTCGCTTAG CTCAGATGAT AGAGCACCAC AATTTTTGTG GTAGAAATCG GTTTGACTCC 
       5161 GATAGCGGCT TTTTACTATG ATTGTTTTGT GTTAAAGATG ATTTTCATAA TGGTTATATA 
       5221 TGTCTACTGT TTTTATTGAT TCAATATTTG ATTGTTCTTT TTTTTGCAGA TTTGTTGACC 
       5281 AGAGATCTAC CATGGCGCAA GTTAGCAGAA TCTGCAATGG TGTGCAGAAC CCATCTCTTA 
       5341 TCTCCAATCT CTCGAAATCC AGTCAACGCA AATCTCCCTT ATCGGTTTCT CTGAAGACGC 
       5401 AGCAGCATCC ACGAGCTTAT CCGATTTCGT CGTCGTGGGG ATTGAAGAAG AGTGGGATGA 
       5461 CGTTAATTGG CTCTGAGCTT CGTCCTCTTA AGGTCATGTC TTCTGTTTCC ACGGCGTGCA 
       5521 TGCTTCACGG TGCAAGCAGC CGTCCAGCAA CTGCTCGTAA GTCCTCTGGT CTTTCTGGAA 
       5581 CCGTCCGTAT TCCAGGTGAC AAGTCTATCT CCCACAGGTC CTTCATGTTT GGAGGTCTCG 
       5641 CTAGCGGTGA AACTCGTATC ACCGGTCTTT TGGAAGGTGA AGATGTTATC AACACTGGTA 
       5701 AGGCTATGCA AGCTATGGGT GCCAGAATCC GTAAGGAAGG TGATACTTGG ATCATTGATG 
       5761 GTGTTGGTAA CGGTGGACTC CTTGCTCCTG AGGCTCCTCT CGATTTCGGT AACGCTGCAA 
       5821 CTGGTTGCCG TTTGACTATG GGTCTTGTTG GTGTTTACGA TTTCGATAGC ACTTTCATTG 
       5881 GTGACGCTTC TCTCACTAAG CGTCCAATGG GTCGTGTGTT GAACCCACTT CGCGAAATGG 
       5941 GTGTGCAGGT GAAGTCTGAA GACGGTGATC GTCTTCCAGT TACCTTGCGT GGACCAAAGA 
       6001 CTCCAACGCC AATCACCTAC AGGGTACCTA TGGCTTCCGC TCAAGTGAAG TCCGCTGTTC 
       6061 TGCTTGCTGG TCTCAACACC CCAGGTATCA CCACTGTTAT CGAGCCAATC ATGACTCGTG 
       6121 ACCACACTGA AAAGATGCTT CAAGGTTTTG GTGCTAACCT TACCGTTGAG ACTGATGCTG 
       6181 ACGGTGTGCG TACCATCCGT CTTGAAGGTC GTGGTAAGCT CACCGGTCAA GTGATTGATG 
       6241 TTCCAGGTGA TCCATCCTCT ACTGCTTTCC CATTGGTTGC TGCCTTGCTT GTTCCAGGTT 
       6301 CCGACGTCAC CATCCTTAAC GTTTTGATGA ACCCAACCCG TACTGGTCTC ATCTTGACTC 
       6361 TGCAGGAAAT GGGTGCCGAC ATCGAAGTGA TCAACCCACG TCTTGCTGGT GGAGAAGACG 
       6421 TGGCTGACTT GCGTGTTCGT TCTTCTACTT TGAAGGGTGT TACTGTTCCA GAAGACCGTG 
       6481 CTCCTTCTAT GATCGACGAG TATCCAATTC TCGCTGTTGC AGCTGCATTC GCTGAAGGTG 
       6541 CTACCGTTAT GAACGGTTTG GAAGAACTCC GTGTTAAGGA AAGCGACCGT CTTTCTGCTG 
       6601 TCGCAAACGG TCTCAAGCTC AACGGTGTTG ATTGCGATGA AGGTGAGACT TCTCTCGTCG 
       6661 TGCGTGGTCG TCCTGACGGT AAGGGTCTCG GTAACGCTTC TGGAGCAGCT GTCGCTACCC 
       6721 ACCTCGATCA CCGTATCGCT ATGAGCTTCC TCGTTATGGG TCTCGTTTCT GAAAACCCTG 
       6781 TTACTGTTGA TGATGCTACT ATGATCGCTA CTAGCTTCCC AGAGTTCATG GATTTGATGG 
       6841 CTGGTCTTGG AGCTAAGATC GAACTCTCCG ACACTAAGGC TGCTTGATGA GCTCAAGAAT 
       6901 TCGAGCTCGG TACCGGATCC TAAGATCTTA GGATCCTCTA GCTAGAGCTT TCGTTCGTAT 
       6961 CATCGGTTTC GACAACGTTC GTCAAGTTCA ATGCATCAGT TTCATTGCGC ACACACCAGA 
       7021 ATCCTACTGA GTTTGAGTAT TATGGCATTG GGAAAACTGT TTTTCTTGTA CCATTTGTTG 
       7081 TGCTTGTAAT TTACTGTGTT TTTTATTCGG TTTTCGCTAT CGAACTGTGA AATGGAAATG 
       7141 GATGGAGAAG AGTTAATGAA TGATATGGTC CTTTTGTTCA TTCTCAAATT AATATTATTT 
       7201 GTTTTTTCTC TTATTTGTTG TGTGTTGAAT TTGAAATTAT AAGAGATATG CAAACATTTT 
       7261 GTTTTGAGTA AAAATGTGTC AAATCGTGGC CTCTAATGAC CGAAGTTAAT ATGAGGAGTA 
       7321 AAACACTTGT AGTTGTACCA TTATGCTTAT TCACTAGGCA ACAAATATAT TTTCAGACCT 
       7381 AGAAAAGCTG CAAATGTTAC TGAATACAAG TATGTCCTCT TGTGTTTTAG ACATTTATGA 
       7441 ACTTTCCTTT ATGTAATTTT CCAGAATCCT TGTCAGATTC TAATCATTGC TTTATAATTA 
       7501 TAGTTATACT CATGGATTTG TAGTTGAGTA TGAAAATATT TTTTAATGCA TTTTATGACT 
       7561 TGCCAATTGA TTGACAACAT GCATCAATCG ACCTGCAGCC ACTCGAAGCG GCCCAACCCG 
       7621 GGGGCCTATA TGGCCCGGTC CGGCGGCCGC GGTACGGTCG ACTCTAGAGG ATCCCCGGCA 
       7681 AAAACATTTA ATACGTATTA TTTAAGAAAA AAATATGTAA TAATATATTT ATATTTTAAT 
       7741 ATCTATTCTT ATGTATTTTT TAAAAATCTA TTATATATTG ATCAACTAAA ATATTTTTAT 
       7801 ATCTACACTT ATTTTGCATT TTTATCAATT TTCTTGCGTT TTTTGGCATA TTTAATAATG 
       7861 ACTATTCTTT AATAATCAAT CATTATTCTT ACATGGTACA TATTGTTGGA ACCATATGAA 
       7921 GTGTCCATTG CATTTGACTA TGTGGATAGT GTTTTGATCC AGGCCTCCAT TTGCCGCTTA 
       7981 TTAATTAATT TGGTAACAGT CCGTACTAAT CAGTTACTTA TCCTTCCTCC ATCATAATTA 
       8041 ATCTTGGTAG TCTCGAATGC CACAACACTG ACTAGTCTCT TGGATCATAA GAAAAAGCCA 
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8101 AGGAACAAAA GAAGACAAAA CACAATGAGA GTATCCTTTG CATAGCAATG TCTAAGTTCA 

       8161 TAAAATTCAA ACAAAAACGC AATCACACAC AGTGGACATC ACTTATCCAC TAGCTGATCA 
       8221 GGATCGCCGC GTCAAGAAAA AAAAACTGGA CCCCAAAAGC CATGCACAAC AACACGTACT 
       8281 CACAAAGGTG TCAATCGAGC AGCCCAAAAC ATTCACCAAC TCAACCCATC ATGAGCCCAC 
       8341 ACATTTGTTG TTTCTAACCC AACCTCAAAC TCGTATTCTC TTCCGCCACC TCATTTTTGT 
       8401 TTATTTCAAC ACCCGTCAAA CTGCATGCCA CCCCGTGGCC AAATGTCCAT GCATGTTAAC 
       8461 AAGACCTATG ACTATAAATA TCTGCAATCT CGGCCCAGGT TTTCATCATC AAGAACCGGG 
       8521 TACCGAGCTC GAGCCTAGGG GTAAATTAAA TTGTGCCTGC ATCTCGGGAT ATTTCATGTG 
       8581 GGGTTCATCA TATTTGTTGA GGAAAAGAAA CTCCCGAAAT TGAATTATGC ATTTATATAT 
       8641 CCTTTTTCAT TTCTAGATTT CCTGAAGGCT TAGGTGTAGG CACCTAGCTA GTAGCTACAA 
       8701 TATCAGCACT TCTCTCTATT GATAAACAAT TGGCTGTAAT GCCGCAGTAG AGGACGATCA 
       8761 CAACATTTCG TGCTGGTTAC TTTTTGTTTT ATGGTCATGA TTTCAAGACT AGACGTTCTA 
       8821 CCGGAGAAGC GACCTTAGAA ATTCATTATG GTGGCAACAG CTGCTACTTC ATCATTTTTC 
       8881 CCTGTTACTT CACCCTCGCC GGACTCTGGT GGAGCAGGCA GCAAACTTGG TGGTGGGCCT 
       8941 GCAAACCTTG GAGGACTAAA ATCCAAATCT GCGTCTTCTG GTGGCTTGAA GGCAAAGGCG 
       9001 CAAGCCCCTT CGAAAATTAA TGGAACCACA GTTGTTACAT CTAAAGAAAG CTTCAAGCAT 
       9061 GATGATGATC TACCTTCGCC TCCCCCCAGA ACTTTTATCA ACCAGTCCTG CAGGTTTAAA 
       9121 CTATCAGTGT TTGAAAATGG CTTCATGTCC GGGAAATCTA CATGGATCAG CAAAGGTAGA 
       9181 TCATCATCAT GCTTGAAGCT TTCTTTAGAT GTAACAACTG TGGTTCCATT AATTTTCGAA 
       9241 GGGGCTTGCG CCTTTGCCTT CAAGCCACCA GAAGACGCAG ATTTGGATTT TAGTCCTCCA 
       9301 AGGTTTGCAG GCCCACCACC AAGTTTGCTG CCTGCTCCAC CAGAGTCCGG CGAGGGTGAA 
       9361 GTAACAGGGA AAAATGATGA AGTAGCAGCT GTTGCCACCA TAATGAATTT CTAAGGTCGC 
       9421 TTCTCCGGTA GAACGTCTAG TCTTGAAATC ATGACCATAA AACAAAAAGT AACCAGCACG 
       9481 AAATGTTGTG ATCGTCCTCT ACTGCGGCAT TACAGCCAAT TGTTTATCAA TAGAGAGAAG 
       9541 TGCTGATATT GTAGCTACTA GCTAGGTGCC TACACCTAAG CCTTCAGGAA ATCTAGAAAT 
       9601 GAAAAAGGAT ATATAAATGC ATAATTCAAT TTCGGGAGTT TCTTTTCCTC AACAAATATG 
       9661 ATGAACCCCA CATGAAATAT CCCGAGATGC AGGCACAATT TAATTTACCC CTAGGACGCG 
       9721 TAACAAAAGA GTGCCTCACA TTTGATGCAA TAGCTCTGTA ATGTTTCATT CATTTGCTTA 
       9781 TTTCGGCCTT GTTTTTCTCG TATTCTATGG GCTGATGTCT CATATGGGAC TTTTCTACTA 
       9841 GAGAGCCTAC GTTACTTTAC CATTATATTG TATTCTTTGA GACATTATTA TTATTTTTTT 
       9901 ACCTTTTGAG GACACTCTTT TTTTGTATTT GAAGGAATTT ATTGTTTATT TTGTTTGGAA 
       9961 TATGTTTGGT TGGATTTATT CGATTCATAT ATATTATATA AAAGTAATTA TGTTATTAAG 
      10021 AAACGTAGTA AGAACTTACA AATATAAGGA TCGAATCCCG AACTTCATGC AAATCAATTT 
      10081 ACAACCCACA CAAGTTTAAC ATTAAATTAA CGTGATTGGT TAGTAAATTC ATGTTTCTCT 
      10141 GTTTAATTTG TTGAATTTGT ACATTATAAG GGCGAATTCT GCAGATATCC ATCACACTGG 
      10201 CGGCCGCGGG TCCCATATAT ATATAGCGAT CGCGGCGCGC CAAATCGTGA AGTTTCTCAT 
      10261 CTAAGCCCCC ATTTGGACGT GAATGTAGAC ACGTCGAAAT AAAGATTTCC GAATTAGAAT 
      10321 AATTTGTTTA TTGCTTTCGC CTATAAATAC GACGGATCGT AATTTGTCGT TTTATCAAAA 
      10381 TGTACTTTCA TTTTATAATA ACGCTGCGGA CATCTACATT TTTGAATTGA AAAAAAATTG 
      10441 GTAATTACTC TTTCTTTTTC TCCATATTGA CCATCATACT CATTGCTGAT CCATGTAGAT 
      10501 TTCCCGGACA TGAAGCCATT TACAATTGAA GAGACTCAGG GTGTTGTTAT CACTGCGGTT 
      10561 TGGCCTTTGG GCCAAGGCAC CGTTGTCCTG AAAAAAATAT GAGAGTTGTA ATACTCGCTA 
      10621 AGGATGAGTA GATTAATGAA GACGGGGAGA TCATAGGATT AAAAAATGAG AATGAGGAAG 
      10681 AATGTGAGGA AGTTTTGGAG ATGGTTTGCT AGCGGATGGA TTTGTCAGTT TGTTCCGCAG 
      10741 GTGGGCTAAC CCAGCCTCAA GCATGAAGCT TAGGTGAGAA TTATAGGGGC AAGAGGTGAT 
      10801 AATCTTGATT GACAATAGGG CAAGCCACAA CTTTATATCC AACAAATTGG TACATAAATT 
      10861 GGGACTCAGC ATAGATCCCA CAAAGCCCTA TTATATGAGA TTGGGGGATA GTAACCGCAA 
      10921 ATCCACTCAA GGATGTTGTA AGAACTTAAA AAATAGTTGG GAGCTTATAC CATGGTAGGA 
      10981 TATTTCTATC TATTTAAGTT GGGAGGAGTG GACCTAATTA TTGGAGTTGC TTAGTTGGAA 
      11041 ACATTGGGAG AAATTAAGGT GAATTGGAGG ACCCTAAGTA TGTCTTTTGT CCACCAAGAT 
      11101 CAGAATATGG TGATCAAGGA GATCTTGGTT TATTGAAGAC AATGATCATT TTGAGAACAT
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11161 TGCAAAAAAT AGTTAGCAAG GAAGTTGAGA TGATGTTCAT GTTGTGGGTA ATTGAAAGCA 

      11221 ACTATGTGGA ACAAATTGAT TTAACAAAGA ACCAAGAAAA TTAGTTGTAG CAAGTACTGA 
      11281 TAGAGTTTGC TACAGTTTTT CAGGACCTAA GGGTTTACCA CCATCTAGAG AGGTTGATCA 
      11341 CAAGATTGCA ATTAAGTCCG GGGCATATCC AGATAATGTT AGGCCTTATC GTTACCCCCA 
      11401 CTTACAGAAG AATGAGATAA AAACTCTAGT GGTTGAGATG TTATGATTGG GGATTATTAG 
      11461 ACTAAGCAAT AGCTCCTATT CTAGCCCAGT AATTTTGGTA AAAAGGAAAG ATGGAAGTTG 
      11521 ACGATTATGT ATGGATTATC AGGCTTTAAG TAAGGCTACA GTCCCAGACA AGTTCCTGAT 
      11581 TCCTGTCATG AAAGAGTTGT TGGATGAGTT AAATGGACCC ATCCACTTCT CTAAAATAGA 
      11641 TCTAAAGGCA AGGTATCACC AAATCAGAAT GCACAAACCT ACCTTCAGAA CTCACCAAGG 
      11701 ACATTATGAA TCTCCAGTGA TGCCATTTGG ATTAACAAAC ACCCCGACCA CGTTCCAATG 
      11761 AGCTATGAAT GCCACACTGA AACCGTTCCT TCGTAGGTAT GTGGTAGTGT TCTTTGATGA 
      11821 CATTTTGGTC TATAGTAAGT CTTGGGAAGC CCATTTGGAT CATTTGAGTT AGGTGTTGGC 
      11881 CAGGTTATTA GAACATTATT TCTTCACAAA TGTTTTTAAA AAAAAATGTA GTTTTGGTCA 
      11941 AATTAAGGCG GGTTGCTTAG GGCACGTTAT CTCTAAAGAA GGAGTTTTGA TGAGGCCATT 
      12001 TTGTAGTGGC CAATGCCTAA AACTCCTAAG ACTTTGAGAG GGTTTTTGGA ACTTACAGGT 
      12061 TATTATAAAA GGTCCATTTG CAATTATGGG AAGATAGCTC GCCCATTGAT TGATCTATTA 
      12121 AAGTAAGGAA ATTTTAAGTG GAATGAGGAT AGTATTAAGG CTTCCATACA ATTACAACAA 
      12181 GCTATTACCA CAATACCAAC ACTATCCATG CTTGATTTTT CAAAACAATT CTCCATAGAA 
      12241 TGTGATGCCT CGGGGAAGGG AATTGGAGTT GTTCTAACAC AAGATAGAAA GCAAATTGCT 
      12301 TATTTCAACA AGGCATTAAA AGATTTGACT CTTTCTAAAT CTATGTATGA AAAGGAATCA 
      12361 ATGGCTCTTG TCTTAGCCAT ACAACATTGG AGGCCTTATC TTCCGGATTA GAAATTTACT 
      12421 ATATACATTG ACCAAAAAAG TTTGAGATAT CTACTAGATC AGCGAATTAC AACTCAACCA 
      12481 ACAATATTGG GTAGCCAAGT TGCTGGGGTA TGAGTTTGAC ATTGTGTATA AGGTGGGGGC 
      12541 TTCAAACAAG GTTGTTGATG CTCTATCTAG AAGAGATGAA GACAAAGAAT TGCAGGGCAT 
      12601 TTCTAGACCT TTCTGGAAAG ACATAACAAA AATTAATGAA GAAGTTCAGA AGGATCCCGC 
      12661 GTTGGCTAAA ATCCGAGAAG AATTGAAGGA TAATCTAGAT TCACACCCTC AGTACACCCT 
      12721 GGAGTGTGAC ATATTATACT TCAGAGGGAG GTTGGTCCTA TTAGCTTCTT CATTGTGGAT 
      12781 TCCAAAGTTA CTACAAGAAT TCCAGACTTC TCTTATGGGA GGGCACTCGG GTATTTACAT 
      12841 AACTTATAGA AGAATCACTC AATCGCTTTA TTGGATACCA ATAAAGGGAG AAATCACTAA 
      12901 GTTTGTGGTT GCGTGTCATG TGGGCCAAAG AAGTAAATAT CAAGCATCCT CTCCAGCAGG 
      12961 TTTACTACAA CCTTTGCCAA TTCCAAATGC TATTTGGGAA GAAATTAGTA TGAATTTTAT 
      13021 TGTAGGTATG CTAAAATCAA AAGGGTTTGA TGTTATACTA GTAGAGGTCG ACAAGTTAAG 
      13081 CAAATATAGA TATTTTATTG TGATTAAGCA CCCATACTTT GCTAGGTCTA TTGTTGATGT 
      13141 TAAAGAAATA ATTTGGTTGC TTGAGGTGCC TATATCTATT GTTAGCGACA GTGACCTTAT 
      13201 TTTTATGAGT CATTTTTTGC AAGAATTATT CAAATTGCAA AGG 
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   Figure 14. DNA Sequence of the PCR Product from Conventional Soybean DNA 
Bases 1-895 (underlined) represent sequences that match the unique 5' flanking 
sequences of the MON 87705 insert (11-905 bp, Figure 12).  Bases 896-931 represent 
36 bp that were not found in the insert nor in the flanking sequences reported in Figure 
12.  These sequences were likely deleted in MON 87705 upon insertion of the T-DNA.  
Bases 932- 3309 (double underlined) represent sequence that is identical to the 3' 
genomic DNA sequence flanking the MON 87705 insert.  Of the 2378 bases of 3' 
flanking sequence,  there are 2374 bases (936-3309 bp, Figure 14) that were most likely 
duplicated in the 5' flanking sequence and match genomic DNA sequence in both the 5' 
and 3' flanking sequence of MON 87705 (bases 906-3279 and 10535-12908, Figure 12).  
Bases 3310-3635 represent sequences that match the unique 3' flanking sequence (bases 
12909-13234) reported in Figure 12.    
 
The DNA nucleotide sequences of the oligonucleotide primers, Primer A and B, used to 
generate the PCR products are not included in the DNA sequence listed below since the 
primers used to amplify the product were also used to sequence the product.  Therefore, 
double stranded sequence data adjacent to the primer sites were not obtained.   The 
primer sequences were as follows: 
 
Primer A: 5' ATGGAATGGTCGACACAACACTCTT 3' 
Primer B: 5' CTTATGTCTGCCCATTTGATTTTGG 3' 

 
 
          1 GTGTATGTGG ATGATATCAT TTTTGGTGCT ACTAATGAAA TGCTCTATGA AGATTTTTCT 
         61 AAGTTAATGC AAACTGAGTT TGAAATGAGC ATGATGGGAG AGCTAAAATT CTTCCTTGGA 
        121 CTGCAAATAA AGCAAACACC CCAAGGCATT TACATTCATC AGACCAAGTA TGTGAAAAAT 
        181 TAGTTGAAGA AGTTCAACAT AAGTGATGAA AAAGAGATGA AGACTTTTAT GCATCCCACT 
        241 ACACATCTTG GACTGGATGA GGAATCAATG AAGGTGGACG TGACTCAATA CAAAGCAATG 
        301 ATTGGATCAC TGCTCTATCT TAATGCTTCT AGGCCTTATA TAATTTTTAG TGTTTTATTA 
        361 TGTGCAAGAT TCCAAAAGGA ACCAAGGGAA GTTCATTTAA CTGCAGTTAA ACCTATATTC 
        421 TAATATTTAA TTAGAACTCA TAACCTTGGT CTTATGCTTA AGAGAAGAGA TAGTTTCAGA 
        481 CTCATGAGCT ATTGAGATGT GGACTATGTT GGTGATAAAG TCGAAAGAAA AAGTACAAGT 
        541 GGAAGTTGTC ACTTTATAGG TGGCAACTTA GTCACTTGGA TATGGAAGAA GTAGGGATCA 
        601 ACTACATTGT TCACTGCTGA AGTAGAATGC GTGTCAGTAG CCATGGAGGT TACCCTCGAC 
        661 ATTGAAGACC CCAAGAAATA GGTTCAAAGT TTTGGAAATC CACAGGGTCA GAGCACAAGT 
        721 GCAAGTTTCA AGTATCAAGG CAGCAACGAA GCTATATCGT AGGTAGGGGA GTTTAGTGGT 
        781 ACCAATAATG CCCAAACACC CACTGGTGGG ACTCAAAATC TACAAGGGGA GAGCAGAATG 
        841 TCTTCTACAT CATCAATATC CAAACCAAGA TTCTCAAGAC CGTGAAACAA AGGATCTCAA 
        901 ACCATTCTTT ATGTTGAGTA TGTCAAATGA AGAGACTCAG GGTGTTGTTA TCACTGCGGT 
        961 TTGGCCTTTG GGCCAAGGCA CCGTTGTCCT GAAAAAAATA TGAGAGTTGT AATACTCGCT 
       1021 AAGGATGAGT AGATTAATGA AGACGGGGAG ATCATAGGAT TAAAAAATGA GAATGAGGAA 
       1081 GAATGTGAGG AAGTTTTGGA GATGGTTTGC TAGCGGATGG ATTTGTCAGT TTGTTCCGCA 
       1141 GGTGGGCTAA CCCAGCCTCA AGCATGAAGC TTAGGTGAGA ATTATAGGGG CAAGAGGTGA 
       1201 TAATCTTGAT TGACAATAGG GCAAGCCACA ACTTTATATC CAACAAATTG GTACATAAAT 
       1261 TGGGACTCAG CATAGATCCC ACAAAGCCCT ATTATATGAG ATTGGGGGAT AGTAACCGCA 
       1321 AATCCACTCA AGGATGTTGT AAGAACTTAA AAAATAGTTG GGAGCTTATA CCATGGTAGG 
       1381 ATATTTCTAT CTATTTAAGT TGGGAGGAGT GGACCTAATT ATTGGAGTTG CTTAGTTGGA



Monsanto Company                                                           Amended                Study #: REG-08-060 
                                                     MSL0022384 
Regulatory Product Characterization Center                              Page 58 of 62 
 

Confidential Attachment Page 8 of 8 

 
1441 AACATTGGGA GAAATTAAGG TGAATTGGAG GACCCTAAGT ATGTCTTTTG TCCACCAAGA 

       1501 TCAGAATATG GTGATCAAGG AGATCTTGGT TTATTGAAGA CAATGATCAT TTTGAGAACA 
       1561 TTGCAAAAAA TAGTTAGCAA GGAAGTTGAG ATGATGTTCA TGTTGTGGGT AATTGAAAGC 
       1621 AACTATGTGG AACAAATTGA TTTAACAAAG AACCAAGAAA ATTAGTTGTA GCAAGTACTG 
       1681 ATAGAGTTTG CTACAGTTTT TCAGGACCTA AGGGTTTACC ACCATCTAGA GAGGTTGATC 
       1741 ACAAGATTGC AATTAAGTCC GGGGCATATC CAGATAATGT TAGGCCTTAT CGTTACCCCC 
       1801 ACTTACAGAA GAATGAGATA AAAACTCTAG TGGTTGAGAT GTTATGATTG GGGATTATTA 
       1861 GACTAAGCAA TAGCTCCTAT TCTAGCCCAG TAATTTTGGT AAAAAGGAAA GATGGAAGTT 
       1921 GACGATTATG TATGGATTAT CAGGCTTTAA GTAAGGCTAC AGTCCCAGAC AAGTTCCTGA 
       1981 TTCCTGTCAT GAAAGAGTTG TTGGATGAGT TAAATGGACC CATCCACTTC TCTAAAATAG 
       2041 ATCTAAAGGC AAGGTATCAC CAAATCAGAA TGCACAAACC TACCTTCAGA ACTCACCAAG 
       2101 GACATTATGA ATCTCCAGTG ATGCCATTTG GATTAACAAA CACCCCGACC ACGTTCCAAT 
       2161 GAGCTATGAA TGCCACACTG AAACCGTTCC TTCGTAGGTA TGTGGTAGTG TTCTTTGATG 
       2221 ACATTTTGGT CTATAGTAAG TCTTGGGAAG CCCATTTGGA TCATTTGAGT TAGGTGTTGG 
       2281 CCAGGTTATT AGAACATTAT TTCTTCACAA ATGTTTTTAA AAAAAAATGT AGTTTTGGTC 
       2341 AAATTAAGGC GGGTTGCTTA GGGCACGTTA TCTCTAAAGA AGGAGTTTTG ATGAGGCCAT 
       2401 TTTGTAGTGG CCAATGCCTA AAACTCCTAA GACTTTGAGA GGGTTTTTGG AACTTACAGG 
       2461 TTATTATAAA AGGTCCATTT GCAATTATGG GAAGATAGCT CGCCCATTGA TTGATCTATT 
       2521 AAAGTAAGGA AATTTTAAGT GGAATGAGGA TAGTATTAAG GCTTCCATAC AATTACAACA 
       2581 AGCTATTACC ACAATACCAA CACTATCCAT GCTTGATTTT TCAAAACAAT TCTCCATAGA 
       2641 ATGTGATGCC TCGGGGAAGG GAATTGGAGT TGTTCTAACA CAAGATAGAA AGCAAATTGC 
       2701 TTATTTCAAC AAGGCATTAA AAGATTTGAC TCTTTCTAAA TCTATGTATG AAAAGGAATC 
       2761 AATGGCTCTT GTCTTAGCCA TACAACATTG GAGGCCTTAT CTTCCGGATT AGAAATTTAC 
       2821 TATATACATT GACCAAAAAA GTTTGAGATA TCTACTAGAT CAGCGAATTA CAACTCAACC 
       2881 AACAATATTG GGTAGCCAAG TTGCTGGGGT ATGAGTTTGA CATTGTGTAT AAGGTGGGGG 
       2941 CTTCAAACAA GGTTGTTGAT GCTCTATCTA GAAGAGATGA AGACAAAGAA TTGCAGGGCA 
       3001 TTTCTAGACC TTTCTGGAAA GACATAACAA AAATTAATGA AGAAGTTCAG AAGGATCCCG 
       3061 CGTTGGCTAA AATCCGAGAA GAATTGAAGG ATAATCTAGA TTCACACCCT CAGTACACCC 
       3121 TGGAGTGTGA CATATTATAC TTCAGAGGGA GGTTGGTCCT ATTAGCTTCT TCATTGTGGA 
       3181 TTCCAAAGTT ACTACAAGAA TTCCAGACTT CTCTTATGGG AGGGCACTCG GGTATTTACA 
       3241 TAACTTATAG AAGAATCACT CAATCGCTTT ATTGGATACC AATAAAGGGA GAAATCACTA 
       3301 AGTTTGTGGT TGCGTGTCAT GTGGGCCAAA GAAGTAAATA TCAAGCATCC TCTCCAGCAG 
       3361 GTTTACTACA ACCTTTGCCA ATTCCAAATG CTATTTGGGA AGAAATTAGT ATGAATTTTA 
       3421 TTGTAGGTAT GCTAAAATCA AAAGGGTTTG ATGTTATACT AGTAGAGGTC GACAAGTTAA 
       3481 GCAAATATAG ATATTTTATT GTGATTAAGC ACCCATACTT TGCTAGGTCT ATTGTTGATG 
       3541 TTAAAGAAAT AATTTGGTTG CTTGAGGTGC CTATATCTAT TGTTAGCGAC AGTGACCTTA 
       3601 TTTTTATGAG TCATTTTTTG CAAGAATTAT TCAAA



 

 

 


